RAW SEQUENCE LISTING 
ERRORREPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: \fl/o£?,73k 

Source: QVP& 

Date Processed by STIC: .g/plflg, 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308^1212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 
PATENTTN 2.1 e-mail help: patin21help@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTED 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip cod e address for the 

United States Patent and Trademark Office, and instead should be sent via the following to th e indicated addresses: 

1. EFS-Bio r<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 Soufli Clark Street, Arlington, VA 22202 . 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 
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Raw Sequence Listing Error Summary 



0\?L 



ERROR DETECTED 



SUGGESTED CORRECTION 



SERIAL NUMBER: I 0 1 017 . 1 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



1 Wrapped Nucleics 

Wrapped Aminos 



The number/text at the end of each line "wrapped" down to the next line. This may occur if your file 
was retrieved in a word processor after creating it Please adjust your right margin to .3; this will 
prevent "wrapping." 



Jnvalid Line Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 



_Misaligned Amino 
Numbering 

Non- ASCII 



_ Variable Length 



6 Patentln 2.0 

"bug" 



Skipped Sequences 



(OLD RULES) 



8 Skipped Sequences 

(NEW RULES) 

9j/use ofn's or Xaa's 
(NEW RULES) 



10 Invalid <213> 
Response 

11 Useof<220> 



12 Patentln 2.0 

"bug" 



The numbering under each 5 th amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead. 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission is saved in ASCII text. 

Sequences) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequencers) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

Sequences) missing. If intentional, please insert the following lines for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X",is shoWn) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 



Sequences) _ 



missing. If intentional, please insert the following lines for each skipped sequence. 



<210> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Rules, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 



Sequence^) _ 



_ missing the <220> "Feature" and associated numeric identifiers and responses. 



Use of <220> to <223> is MANDATORY if <213> "Organism" response is "Artificial Sequence" or 
"Unknown." Please explain source of genetic material in <220> to <223> section. 
(See "Federal Register," 06/01/1998, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 



13 Misuse of n n can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 

any value not specifically a nucleotide. 



AMC/MH - Biotechnology Systems Branch - 08/21/2001 



RAW SEQUENCE LISTING 
PATENT APPLICATION: US/10/027 , 736 

Input Set : A:\Sequence List.txt 
Output Set: N:\CRF3\05102002\J027736.raw 

3 <110> APPLICANT: Presta, Leonard G. 

4 Namenuk, Angela K. 

6 <120> TITLE OF INVENTION: NON-HUMAN PRIMATE Fc RECEPTORS AND METHODS OF USE 

8 <130> FILE REFERENCE: 11669. 92US01 
10 <140> CURRENT APPLICATION NUMBER: US 10/027,736 
C--> 11 <141> CURRENT FILING DATE: 2002-04-25 
13 <160> NUMBER OF SEQ ID NOS : 72 
15 <170> SOFTWARE: Patentln version 3.1 

17 <210> SEQ ID NO: 1 

18 <211> LENGTH: 1074 

19 <212> TYPE: DNA 

20 <213> ORGANISM: Cynomolgus 

22 <220> FEATURE: 

23 <221> NAME/KEY: misc_f eature 

24 <222> LOCATION: (1)..(1074) 

25 <223> OTHER INFORMATION: FcgammaRI alpha-chain 

28 <400> SEQUENCE: 1 

29 atgtggttct tgacagctct gctcctttgg gttccagttg atgggcaagt ggataccaca 
31 aaggcagtga tcactttgca gcctccatgg gtcagcgtgt tccaagagga aactgtaacc 
33 ttacagtgtg aggtgccccg tctgcctggg agcagctcca cacagtggtt tctcaatggc 
35 acagccactc agacctcgac tcccagctac agaatcacct ctgccagtgt caaggacagt 
37 ggtgaataca ggtgccagag aggtccctca gggcgaagtg accccataca gctggaaatc 
39 cacagagact ggctactact gcaggtatcc agcagagtct tcacagaagg agaacctctg 
41 gccttgaggt gtcatgcatg gaaggataag ctggtgtaca atgtgcttta ctatcaaaat 
4 3 ggcaaagcct ttaagttttt ctaccggaat tctcaactca ccattctgaa aaccaacata 
45 agtcacaacg gcgcctacca ctgctcaggc atgggaaagc atcgctacac atcagcagga 
47 gtatctgtca ctgtgaaaga gctatttcca gctccagtgc tgaatgcatc cgtgacatcc 
49 ccgctcctgg aggggaatct ggtcaccctg agctgtgaaa caaagttgct tctgcagagg 
51 cctggtttgc agctttactt ctccttctac atgggcagca agaccctgcg aggcaggaac 
53 acgtcctctg aataccaaat actaactgct agaagagaag actctgggtt ttactggtgc 
55 gaggccacca cagaagacgg aaatgtcctt aagcgcagcc ctgagttgga gcttcaagtg 
57 cttggcctcc agttaccaac tcctgtctgg cttcatgtcc ttttctatct ggtagtggga 
59 ataatgtttt tagtgaacac tgttctctgg gtgacaatac gtaaagaact gaaaagaaag 
61 aaaaagtgga atttagaaat atctttggat tctgctcatg agaagaaggt aacttccagc 
63 cttcaagaag acagacattt agaagaagag ctgaagagtc aggaacaaga ataa 

66 <210> SEQ ID NO: 2 

67 <211> LENGTH: 1128 

68 <212> TYPE: DNA 

69 <213> ORGANISM: Homo sapiens 

71 <220> FEATURE: 

72 <221> NAME/KEY: misc_f eature 

73 <222> LOCATION: (1)..(1128) 

74 <223> OTHER INFORMATION: FcgammaRI alpha-chain 



Does Not Comply 
Corrected Diskette Needed 



DATE: 05/13/2002 
TIME: 09:37:07 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/027,736 



DATE: 05/13/2002 
TIME: 09:37:07 



Input Set : A:\Sequence List.txt 

Output Set: N:\CRF3\05102002\J027736.raw 



77 <400> SEQUENCE: 2 

78 atgtggttct tgacaactct gctcctttgg gttccagttg atgggcaagt ggacaccaca 
80 aaggcagtga tcactttgca gcctccatgg gtcagcgtgt tccaagagga aaccgtaacc 
82 ttgcactgtg aggtgctcca tctgcctggg agcagctcta cacagtggtt tctcaatggc 
84 acagccactc agacctcgac ccccagctac agaatcacct ctgccagtgt caatgacagt 
86 ggtgaataca ggtgccagag aggtctctca gggcgaagtg accccataca gctggaaatc 
88 cacagaggct ggctactact gcaggtctcc agcagagtct tcacggaagg agaacctctg 
90 gccttgaggt gtcatgcgtg gaaggataag ctggtgtaca atgtgcttta ctatcgaaat 
92 ggcaaagcct ttaagttttt ccactggaat tctaacctca ccattctgaa aaccaacata 
94 agtcacaatg gcacctacca ttgctcaggc atgggaaagc atcgctacac atcagcagga 
96 atatctgtca ctgtgaaaga gctatttcca gctccagtgc tgaatgcatc tgtgacatcc 
98 ccactcctgg aggggaatct ggtcaccctg agctgtgaaa caaagttgct cttgcagagg 
100 cctggtttgc agctttactt ctccttctac atgggcagca agaccctgcg aggcaggaac 
102 acatcctctg aataccaaat actaactgct agaagagaag actctgggtt atactggtgc 
104 gaggctgcca cagaggatgg aaatgtcctt aagcgcagcc ctgagttgga gcttcaagtg 
106 cttggcctcc agttaccaac tcctgtctgg tttcatgtcc ttttctatct ggcagtggga 
108 ataatgtttt tagtgaacac tgttctctgg gtgacaatac gtaaagaact gaaaagaaag 
110 aaaaagtggg atttagaaat ctctttggat tctggtcatg agaagaaggt aatttccagc 
112 cttcaagaag acagacattt agaagaagag ctgaaatgtc aggaacaaaa agaagaacag 
114 ctgcaggaag gggtgcaccg gaaggagccc cagggggcca cgtagcag 

117 <210> SEQ ID NO: 3 

118 <211> LENGTH: 933 

119 <212> TYPE: DNA 

120 <213> ORGANISM: Cynomolgus 

122 <220> FEATURE: 

123 <221> NAME/KEY: misc_f eature 

124 <222> LOCATION: (1)..(933) 

125 <223> OTHER INFORMATION: FcgammaRIIA 

128 <400> SEQUENCE: 3 

129 atgtctcaga atgtatgtcc cggcaacctg tggctgcttc aaccattgac agttttgctg 
131 ctgctggctt ctgcagacag tcaaactgct cccccgaagg ctgtgctgaa actcgagccc 
133 ccgtggatca acgtgctccg ggaggactct gtgactctga cgtgcggggg cgctcacagc 
135 cctgacagcg actccactca gtggttccac aatgggaatc gcatccccac ccacacacag 
137 cccagctaca ggttcaaggc caacaacaat gatagcgggg agtacaggtg ccagactggc 
139 cggaccagcc tcagcgaccc tgttcatctg actgtgcttt ctgagtggct ggcgcttcag 
141 acccctcacc tggagttccg ggagggagaa accatcatgc tgaggtgcca cagctggaag 
143 gacaagcctc tgatcaaggt cacattcttc cagaatggaa tagccaagaa attttcccat 
14 5 atggatccca atttctccat cccacaagca aaccacagtc acagtggtga ttaccactgc 
147 acaggaaaca taggctacac accatactca tccaaacctg tgaccatcac tgtccaagtg 
149 cccagcgtgg gcagctcttc accgatgggg atcattgtgg ctgtggtcac tgggattgct 
151 gtagcggcca ttgttgctgc tgtagtggcc ttgatctact gcaggaaaaa gcggatttca 
153 gccaattcca ctgatcctgt gaaggctgcc cgatttgagc cacttggacg tcaaacgatt 
155 gccctcagaa agagacaact tgaagaaacc aacaatgact atgaaacagc cgacggcggc 
157 tacatgactc tgaaccccag ggcacctact gatgatgata gaaacatcta cctgactctt 
159 tctcccaacg actatgacaa cagtaataac taa 

162 <210> SEQ ID NO: 4 

163 <211> LENGTH: 936 

164 <212> TYPE: DNA 

165 <213> ORGANISM: Homo sapiens 
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RAW SEQUENCE LISTING DATE: 05/13/2002 

PATENT APPLICATION: US/10/027 , 736 TIME: 09:37:07 

Input Set : A:\Sequence List.txt 

Output Set: N:\CRF3\05102002\J027736.raw 



167 <220> FEATURE: 

168 <221> NAME/KEY: misc_f eature 

169 <222> LOCATION: (1)..(936) 

170 <223> OTHER INFORMATION: FcgammaRIIA 

173 <400> SEQUENCE: 4 

174 atgtctcaga atgtatgtcc cagaaacctg tggctgcttc aaccattgac agttttgctg 60 
176 ctgctggctt ctgcagacag tcaagctgca gctcccccaa aggctgtgct gaaacttgag 120 
178 cccccgtgga tcaacgtgct ccaggaggac tctgtgactc tgacatgcca gggggctcgc 180 
180 agccctgaga gcgactccat tcagtggttc cacaatggga atctcattcc cacccacacg 240 
182 cagcccagct acaggttcaa ggccaacaac aatgacagcg gggagtacac gtgccagact 300 
184 ggccagacca gcctcagcga ccctgtgcat ctgactgtgc tttccgaatg gctggtgctc 360 
186 cagacccctc acctggagtt ccaggaggga gaaaccatca tgctgaggtg ccacagctgg 420 
188 aaggacaagc ctctggtcaa ggtcacattc ttccagaatg gaaaatccca gaaattctcc 480 
190 cgtttggatc ccaccttctc catcccacaa gcaaaccaca gtcacagtgg tgattaccac 540 
192 tgcacaggaa acataggcta cacgctgttc tcatccaagc ctgtgaccat cactgtccaa 600 
194 gtgcccagca tgggcagctc ttcaccaatg gggatcattg tggctgtggt cattgcgact 660 
196 gctgtagcag ccattgttgc tgctgtagtg gccttgatct actgcaggaa aaagcggatt 720 
198 tcagccaatt ccactgatcc tgtgaaggct gcccaatttg agccacctgg acgtcaaatg 780 
200 attgccatca gaaagagaca acttgaagaa accaacaatg actatgaaac agctgacggc 840 
202 ggctacatga ctctgaaccc cagggcacct actgacgatg ataaaaacat ctacctgact 900 
204 cttcctccca acgaccatgt caacagtaat aactaa 936 

• 207 <210> SEQ ID NO: 5 

208 <211> LENGTH: 885 

209 <212> TYPE: DNA , f^/ yV 

210 <213> ORGANISM: Cynomolgus \@*J*^ A aA-lte^^ 

212 <220> FEATURE: <£p§ Y ^r*\ 

213 <221> NAME/KEY: misc_f eature VfcP^ , 

214 <222> LOCATION: (1)..(885) ^\ * ty^® 

215 <223> OTHER INFORMATION: FcgammaRIIB / 

218 <400> SEQUENCE: 5 

219 atgggaatcc tgtcattctt acctgtcctt gctactgaga gtgactgggc tgactgcaag 60 
221 tcctcccagc cttggggcca catgcttctg tggacagctg tgctattcct ggctcctgtt 120 
223 gctgggacac ctgcagctcc cccgaaggct gtgctgaaac tcgagccccc gtggatcaac 180 
225 gtgctccggg aggactctgt gactctgacg tgcgggggcg ctcacagccc tgacagcgac 240 
227 tccactcagt ggttccacaa tgggaatctc atccccaccc acacgcagcc cagctacagg 300 
229 ttcaaggcca acaacaatga tagcggggag tacaggtgcc agactggccg gaccagcctc 360 
231 agcgaccctg ttcatctgac tgtgctttct gagtggctgg cgctccagac ccctcacctg 420 
233 gagttccggg agggagaaac catcttgctg aggtgccaca gctggaagga caagcctctg 480 
235 atcaaggtca cattcttcca gaatggaata tccaagaaat tttcccatat gaatcccaac 540 
237 ttctccatcc cacaagcaaa ccacagtcac agtggtgatt accactgcac aggaaacata 600 
239 ggctacacac catactcatc caaacctgtg accatcactg tccaagtgcc cagcatgggc 660 
241 agctcttcac cgatagggat cattgtggct gtggtcactg ggattgctgt agcggccatt 720 
243 gttgctgctg tagtggcctt gatctactgc aggaaaaagc ggatttcagc caatcccact 780 
245 aatcctgacg aggctgacaa agttggggct gagaacacaa tcacctattc acttctcatg 840 

W--> 247 catccggacg ctctggaaga gcctgatgac caaaaccgng tttag 885 

250 <210> SEQ ID NO: 6 

251 <211> LENGTH: 876 

252 <212> TYPE: DNA 

253 <213> ORGANISM: Homo sapiens 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/027,736 



DATE: 05/13/2002 
TIME: 09:37:07 



Input Set : A:\Sequence List.txt 

Output Set: N:\CRF3\05102002\J027736.raw 



255 <220> FEATURE: 

256 <221> NAME/KEY: misc_f eature 

257 <222> LOCATION: (1)..(876) 

258 <223> OTHER INFORMATION: FcgammaRIIB 
• 261 <400> SEQUENCE: 6 

262 atgggaatcc tgtcattctt acctgtcctt gccactgaga gtgactgggc tgactgcaag 
264 tccccccagc cttggggtca tatgcttctg tggacagctg tgctattcct ggctcctgtt 
266 gctgggacac ctgcagctcc cccaaaggct gtgctgaaac tcgagcccca gtggatcaac 
268 gtgctccagg aggactctgt gactctgaca tgccggggga ctcacagccc tgagagcgac 
270 tccattcagt ggttccacaa tgggaatctc attcccaccc acacgcagcc cagctacagg 
272 ttcaaggcca acaacaatga cagcggggag tacacgtgcc agactggcca gaccagcctc 
274 agcgaccctg tgcatctgac tgtgctttct gagtggctgg tgctccagac ccctcacctg 
276 gagttccagg agggagaaac catcgtgctg aggtgccaca gctggaagga caagcctctg 
278 gtcaaggtca cattcttcca gaatggaaaa tccaagaaat tttcccgttc ggatcccaac 
280 ttctccatcc cacaagcaaa ccacagtcac agtggtgatt accactgcac aggaaacata 
282 ggctacacgc tgtactcatc caagcctgtg accatcactg tccaagctcc cagctcttca 
284 ccgatgggga tcattgtggc tgtggtcact gggattgctg tagcggccat tgttgctgct 
286 gtagtggcct tgatctactg caggaaaaag cggatttcag ccaatcccac taatcctgat 
288 gaggctgaca aagttggggc tgagaacaca atcacctatt cacttctcat gcacccggat 
290 gctctggaag agcctgatga ccagaaccgt atttag 

293 <210> SEQ ID NO: 7 

294 <211> LENGTH: 765 

295 <212> TYPE: DNA 

296 <213> ORGANISM: Cynomolgus 

298 <220> FEATURE: 

299 <221> NAME/KEY: misc_f eature 

300 <222> LOCATION: (1)..(765) 

301 <223> OTHER INFORMATION: FcgammaRIIIA alpha-chain 

304 <400> SEQUENCE: 7 

305 atgtggcagc tgctcctccc aactgctctg ctacttctag tttcagctgg catgcgggct 
307 gaagatctcc caaaggctgt ggtgttcctg gagcctcaat ggtacagggt gctcgagaag 
309 gaccgtgtga ctctgaagtg ccagggagcc tactcccctg aggacaattc cacacggtgg 
311 tttcacaatg agagcctcat ctcaagccag acctcgagct acttcattgc tgctgccaga 
313 gtcaacaaca gtggagagta caggtgccag acaagcctct ccacactcag tgacccggtg 
315 cagctggaag tccatatcgg ctggctattg ctccaggccc ctcggtgggt gttcaaggag 
317 gaagaatcta ttcacctgag gtgtcacagc tggaagaaca ctcttctgca taaggtcacg 
319 tatttacaga atggcaaagg caggaagtat tttcatcaga attctgactt ctacattcca 
321 aaagccacac tcaaagacag cggctcctac ttctgcaggg gacttattgg gagtaaaaat 
323 gtatcttcag agactgtgaa catcaccatc actcaagatt tggcagtgtc atccatctca 
325 tcattctttc cacctgggta ccaagtctct ttctgcctgg tgatggtact cctttttgca 
327 gtggacacag gactatattt ctctatgaag aaaagcattc caagctcaac aagggactgg 
329 gaggaccata aatttaaatg gagcaaggac cctcaagaca aatga 

332 <210> SEQ ID NO: 8 

333 <211> LENGTH: 765 

334 <212> TYPE: DNA 

335 <213> ORGANISM: Homo sapiens 

337 <220> FEATURE: 

338 <221> NAME/KEY: misc_f eature 

339 <222> LOCATION: (1)..(765) 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/027 , 736 



DATE: 05/13/2002 
TIME: 09:37:07 



Input Set : A:\Sequence List.txt 

Output Set: N:\CRF3\05102002\J027736.raw 



340 <223> OTHER INFORMATION: FcgammaRIIIA alpha-chain 
343 <400> SEQUENCE: 8 

34 4 atgtggcagc tgctcctccc aactgctctg ctacttctag tttcagctgg catgcggact 
346 gaagatctcc caaaggctgt ggtgttcctg gagcctcaat ggtacagggt gctcgagaag 
34 8 gacagtgtga ctctgaagtg ccagggagcc tactcccctg aggacaattc cacacagtgg 
3 50 tttcacaatg agagcctcat ctcaagccag gcctcgagct acttcattga cgctgccaca 
352 gtcgacgaca gtggagagta caggtgccag acaaacctct ccaccctcag tgacccggtg 
354 cagctagaag tccatatcgg ctggctgttg ctccaggccc ctcggtgggt gttcaaggag 
356 gaagacccta ttcacctgag gtgtcacagc tggaagaaca ctgctctgca taaggtcaca 
358 tatttacaga atggcaaagg caggaagtat tttcatcata attctgactt ctacattcca 
360 aaagccacac tcaaagacag cggctcctac ttctgcaggg ggctttttgg gagtaaaaat 
362 gtgtcttcag agactgtgaa catcaccatc actcaaggtt tggcagtgtc aaccatctca 
364 tcattctttc cacctgggta ccaagtctct ttctgcttgg tgatggtact cctttttgca 
366 gtggacacag gactatattt ctctgtgaag acaaacattc gaagctcaac aagagactgg 
368 aaggaccata aatttaaatg gagaaaggac cctcaagaca aatga 

371 <210> SEQ ID NO: 9 

372 <211> LENGTH: 357 

373 <212> TYPE: PRT 

374 <213> ORGANISM: Cynomolgus 

376 <220> FEATURE: 

377 <221> NAME/KEY: MISC_FEATURE 

378 <222> LOCATION: (1)..(357) 

379 <223> OTHER INFORMATION: FcgammaRI 382 <400> SEQUENCE: 9 



384 


Met 


Trp 


Phe 


Leu 


Thr 


Ala 


Leu 


Leu 


Leu 


Trp 


Val 


Pro 


Val 


Asp 


Gly Gin 


385 


1 








5 










10 










15 




388 


Val 


Asp 


Thr 


Thr 


Lys 


Ala 


Val 


He 


Thr 


Leu 


Gin 


Pro 


Pro 


Trp 


Val 


Ser 


389 








20 










25 










30 






392 


Val 


Phe 


Gin 


Glu 


Glu 


Thr 


Val 


Thr 


Leu 


Gin 


Cys 


Glu 


Val 


Pro 


Arg 


Leu 


393 






35 










40 










45 








396 


Pro 


Gly 


Ser 


Ser 


Ser 


Thr 


Gin 


Trp 


Phe 


Leu 


Asn 


Gly 


Thr 


Ala 


Thr 


Gin 


397 




50 










55 










60 










400 


Thr 


Ser 


Thr 


Pro 


Ser 


Tyr 


Arg 


He 


Thr 


Ser 


Ala 


Ser 


Val 


Lys 


Asp 


Ser 


401 


65 










70 










75 










80 


404 


Gly 


Glu 


Tyr 


Arg 


Cys 


Gin 


Arg 


Gly 


Pro 


Ser 


Gly 


Arg 


Ser 


Asp 


Pro 


He 


405 










85 










90 










95 




408 


Gin 


Leu 


Glu 


He 


His 


Arg 


Asp 


Trp 


Leu 


Leu 


Leu 


Gin 


Val 


Ser 


Ser 


Arg 


409 








100 










105 










110 






412 


Val 


Phe 


Thr 


Glu 


Gly 


Glu 


Pro 


Leu 


Ala 


Leu 


Arg 


Cys 


His 


Ala 


Trp 


Lys 


413 






115 










120 










125 








416 


Asp 


Lys 


Leu 


Val 


Tyr 


Asn 


Val 


Leu 


Tyr Tyr 


Gin 


Asn 


Gly 


Lys 


Ala 


Phe 


417 




130 










135 










140 










420 


Lys 


Phe 


Phe 


Tyr 


Arg 


Asn 


Ser 


Gin 


Leu 


Thr 


He 


Leu 


Lys 


Thr 


Asn 


He 


421 


145 










150 










155 










160 


424 


Ser 


His 


Asn 


Gly 


Ala 


Tyr 


His 


Cys 


Ser Gly 


Met 


Gly 


Lys 


His 


Arg 


Tyr 


425 










165 










170 










175 




428 


Thr 


Ser 


Ala 


Gly 


Val 


Ser 


Val 


Thr 


Val 


Lys 


Glu 


Leu 


Phe 


Pro 


Ala 


Pro 


429 








180 










185 










190 







4 32 Val Leu Asn Ala Ser Val Thr Ser Pro Leu Leu Glu Gly Asn Leu Val 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
765 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/027 f 7 36 



DATE: 05/13/2002 
TIME: 09:37:08 



Input Set : A:\Sequence List.txt 

Output Set: N:\CRF3\05102002\J027736.raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:5; N Pos . 879 
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VERIFICATION SUMMARY DATE: 05/13/2002 

PATENT APPLICATION: US/10/027 , 736 TIME: 09:37:08 

Input Set : A:\Sequence List.txt 

Output Set: N:\CRF3\05102002\J027736.raw 

L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:247 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:5 after pos.:840 



file://C:\Crf3\Outhold\VsrJ027736.htm 



5/13/02 



